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Forward Primer sequence Reverse Primer sequence Annealing

SFN ACTACGAGATCGCCAACAGC | CGTCCACAGTGTCAGGTTGT 55C
POMC GCGCCCAGTGAAGGTGTA TCAGCTCCCTCTTGAACTCC 64°C
DUSP23 | CCTTCTACCAGGCCCTCACT | CAGTACAAGCCTCCCCTTCA 56°C

‘#2258, CFX96 Real-Time PCR Detection System
-7 F; 1Q SYBER Green Supermix (Bio-Rad Laboratories Inc.)
‘PCR 4ff; 95°C3min/(96°C. 10sec/ annealing, 30sec) X 50cycle
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