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KRR E D DARBE | EAEKRED MR I E T30, 27k OFBHNERKE T LTz, 30Xt OFREININE TE/ZEZA
TARBDFEBREAT), ZDMIZ NCAML HURZRFO I =2 — A3 B RO A 5 A CUODINT DWW TR 72 RGE
AT o7, M NCAMI Btk 7>Y — 0> RNA-seq Z1TV, #5472 % Enrichr |28 $N DGRBS T2y M
FANWTZ )y F A MENTZTT o7 Fi 5 fetal brain cortex (p = 6.4e™) | neural epitherium (p = 7.5¢7?') . midbrain (p =
1.6e7'") | prefrontal cortex (p = 8.7e™") OFEIKIA B/ HEE 2RO 7= (Table 1), 2D 4 fEIKIZ L EMEDOM EHLH B =
Zahh Tz,

WRIZZDHEAHREHIR B D NAA A~ —T1— LU TR FTRENRE T D7D IZ9 D9 39 44 LBARMEREE 13 4ol
NCAM1 Btk — 5H1 0 RNA-seq 21T -7z, ZZBEIREMIE# A EAE R LT 159 Bin FORBT —F & T,
Orthogonal PLS-DA fi##fra1T 7225, 2BEA X B TEDHZ LAV RENT- (Figure 1), F7oMWFE 2 FH W Z T 72
LA 159 AR T 29I F-A2 VT, 73.4% DR T2EA X C& 52 L3RSz (Figure 2).,

F7z, Al AT BUE TR OB E B3 7 40 CHAES DIRIEOIBIEREBH 5 4 (2B T
NCAM1 Btk — AHha RUT DNA 28— DO WA Tolo L A B AR Teh -7 (p = 0.30)

Btk S P- Adjusted p- Odds Combined

value value Ratio score
1 EETAL BRAIN CORTEX 6'4423"5‘ 6.958¢-33  1.98 155.97
2 PANCREATIC ISLET 1 '930393: 1.042e-31 195 147.13
3 NEURONAL EPITHELIUM = 2281' 2.704e-19 170 78.66
4  MIDBRAIN 1'6171e7' 4365e-16  1.62 62.72
5  MYOBLAST 1'94°e7' 0.000004191  1.35 20.86
6  PREFRONTAL CORTEX 8'755e7' 0.00001576  1.33 18.52
7 BONE MARROW (BULK TISSUE) 0.9131 1.000  0.92 0.08
8  BLOOD DENDRITIC CELLS 0.9976 1.000  0.84 0.00
9  DENDRITIC CELL 0.9976 1.000  0.84 0.00
10 NEURONAL PROGENITOR CELLS 0.9984 1.000  0.83 0.00

Table 1 Enrichr analysis showed the plasma NCAM1+ EVs RNA-seq data enriched to parts of brain tissue.
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Figurel Orthogonal PLS-DA analysis revealed that the 195 gene expression data can separate major depressive disorder and

bipolar disorder groups. Each oval area displayed 95% confidence region.
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Figure2 Support Vector Machine classification revealed the 195 gene expression data could separate major depressive

disorder and bipolar disorder groups.
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